
 

Supplementary materials 

Supplementary Figure 1 Bubble plots of GO and KEGG analysis results.  

Supplementary Figure 2 Expression levels of hub genes in the three groups 

Supplementary Table 1 Demographics of MFM pa�ents 

Supplementary Table 2 Iden�fied protein 

Supplementary Table 3 Proteins used for subsequent analysis 

Supplementary Table 4 Puta�ve DAPs in desminopathy compared with ��nopathy 

Supplementary Table 5 Puta�ve DAPs in desminopathy compared with controls 

Supplementary Table 6 Puta�ve DAPs in ��nopathy compared with controls 

Supplementary Table 7 Most dysregulated pathways by GSEA 
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