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Supplementary Figure 1. The expression of FGL2 among different groups of

BLCA patients based on clinical parameters. (A-D) Boxplots of FGL2 relative

expression based on sample type, molecular subtype, cancer stage and lymph node

metastasis in UALCAN database. ***P<0.001.
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Supplementary Figure 2. The expression and prognostic value of FGL1 in BLCA
patients. (A-D) Boxplots of FGL1 relative expression based on sample type, molecular
subtype, cancer stage and lymph node metastasis in UALCAN database. (E) Boxplots
of FGL1 expression difference between BLCA tissues (T) and nontumorous
counterparts (N) in TCGA-BLCA. (F) Kaplan-Meier curve analysis of overall survival

of BLCA patients in GES13507, stratified by FGL1 expression. ns. not significant.
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Supplementary Figure 3. The correlation of FGL2 expression of with immune

checkpoint molecules (ICPs) in TCGA-BLCA.
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