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1.1 Supplementary Figures

Supplementary Figure 1. (A, B) Bar charts of expression of FANCI in variable
tissue and variable cells. (C-F) Box plots of expression of FANCI in the Pan-cancer.
(G, H, I) Overall survival curves of FANCI in stage II, grade II and HBV patients. (*p
< 0.05, ***p < 0.001). (M, N) IHC analysis of LIHC tissue and liver tissue microarray.
FANCI expression levels in (J) CRC cell lines, (K) BRCA cell lines and GBM cell
line U87, (L) NPC cell lines, (M) statistical analysis of western blot in J, K, L, FHC,
MCF-10A, NP69 cell lines were regarded as control group Data are expressed as
mean ± S.D. Statistical analysis was performed with one-way ANOVA (n = 3; * p <
0.05, ** p < 0.01, *** p < 0.001).



Supplementary Figure 2. Forest plot of prognostic characteristics of FANCI in 31
kinds of cancers.



Supplementary Figure 3. PPI network of upregulated and downregulated genes (A,
B).



Supplementary Figure 4. (A) the GO analysis of positively correlated DEGs in LIHC. (B) the
relationship between FANCI and TGF-β. (C) the relationship between FANCI and IL-10.


